Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.082; data-to-parameter ratio = 13.2.
In the title compound, C 20 H 19 N O 2 S 2 ,the 3Hbenzo-chromene ring system is nearly planar, with a maximum deviation of 0.036 (2) Å , and the piperidine ring adopts a chair conformation: the bond-angle sum for its N atom is 358.7 . The dihedral angle between the 3H-benzo[f]chromene ring and the piperidine ring is 89.07 (8) . In the crystal, C-HÁ Á ÁO hydrogen bonds lead to [010] C(6) chains and weak aromatic -interactions between the fused pyran ring and fused benzene ring of benzochromene [centroid-centroid distance = 3.652 (1) Å ] are also observed.
Related literature
For a related structure, background to coumarins and details of the synthesis of the title compound, see: Kumar et al. (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Devarajegowda Comment
As part of our ongoing studies of coumarins (or 2H-chromen-2-ones) with possible biological activities (Kumar et al., 2012) , we now describe the structure of the title compound, (I).
The asymmetric unit of (I) is shown in Fig. 1 . The 3Hbenzo-chromene ring system (O3/C6-C18) is essentially planar, with a maximum deviation of 0.036 (2) Å for atom C15 and the piperidine ring adopts a chair conformation. The dihedral angle between the 3Hbenzo-chromene (O3/C6-C18) ring and the piperidine (N5/C21-C25) ring is 81.07 (8)°.
In the crystal structure, (Fig. 2) , C11-H11···O4 hydrogen bonds and π-π interactions between the fused pyran ring (O3/C6-C10) and fused benzene(C13-C18) ring of benzo-chromene [shortest centroid-centroid distance = 3.652 (1) Å] are observed.
Experimental
This compound was prepared according to the reported method (Kumar et al., 2012) . Colourless needles of the title compound were grown from a mixed solution of EtOH / CHCl 3 (V/V = 1/1) by slow evaporation at room temperature. Yield= 85%, m.p. 455 K.
Refinement
All H atoms were positioned geometrically, with C-H = 0.93 Å for aromatic H and C-H = 0.97 Å for methylene H and refined using a riding model with U iso (H) = 1.2U eq (C) foraromatic and methylene H. 
Computing details

Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
